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[Abstract] Objective To study the difference of mRNA expression profiles in the outer-membrane
vesicles of Porphyromonas gingivalis W83 and ATCC33277. Methods The outer membrane vesicles
derived from W83 and ATCC33277 were separated by ultracentrifugation. After the particle size detection,
transmission electron microscopy, and Western blot, the outer membrane vesicles identified; the high-
throughput sequencing technology was used to detect the mRNA expression profiles of outer membrane
vesicles of W83 and ATCC33277. Membrane vesicle mRNA expression profile, which was screened out
with differentially expressed mRNA , was performed by Gene Ontology annotation and Kyoto Encyclopedia
of Genes and Genomes enrichment analysis. Results Outer membrane vesicles isolated from W83 and
ATCC33277 met the characteristics of vesicles. We identified 1629 mRNAs in W83 outer membrane
vesicles, and 1505 mRNAs in ATCC33277 outer membrane vesicles and screened out differentially
expressed mRNAs. A total of 594 items was identified. Through GO analysis and KEGG analysis of
differentially expressed mRNAs, the pathways related to differential genes include biofilm Formation -

Vibrio cholerae (P =0.011), ribosome (P =0.015), bacterial two-component regulation system (P =
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0.026) with statistical significance (P <0.05). Conclusion There are different expressed mRNA between

W83 and ATCC33277.
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assays; Two-component signal transduction system
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